f 



Page 1 of 7 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/54 9 , 8 4 8A 



DATE: 12/06/2000 
TIME: 19:23:16 



Input Set : 
Output Set: 



A: \Pto . amc 

N:\CRF3\12 06 20 00\l54 9 84 8A.raw 



4 <11()> APPLICANT: Lassner, Michael 

5 Post-Beittemniller , Dusty 

6 savidge, Beth 

7 Weiss, James 

9 <120> TITLE OF INVENTION: Nucleic Acid Sequences Involved in 
10 Tocopherol synthesis 

12 <130> FILE REFERENCE: 1 7 .1 3 3/0 2/US 

14 <140> CURRENT APPLICATION NUMBER: 09/549, 848A 

15 <141> CURRENT FILING DATE: 2000-04-14 

17 <.i50> PRIOR APPLICATION NUMBER: 60/129,899 

18 <151> PRIOR FILING DATE: 1999-04-15 

20 <150> PRIOR APPLICATION NUMBER: 60/146,4 61 

21 <151> PRIOR FILING DATE: 1999-07-30 
2 3 <:160> NUMBER OF SEQ ID NOS : 9 4 

25 <.i70> SOFTWARE: FastSEQ for Windows Version 4.0 
2 7 <210> SEQ ID NO: 1 
28 <211> LENGTH : 1182 

2 9 <212> TYPE: ON A 

30 <213> ORGANISM: Arab.idopsis sp 
32 <400> SEQUENCE: 1 

3 3 atggagLctc tgctctctag ttcttctctt gtttxcgctg ctggtgggtt ttgttggaag 

34 aagcagaatc taaagctcca ctctttatca gaaatccgag ttctgcgttg tgattcgagt 

35 aaagttgtcg caaaaccgaa gtttaggaac aatcttgtta ggcctgatgg tcaaggatct 
3 6 tcattgttgt tgtatccaaa acataagtcg agatttcggg ttaatgccac tgcgggtcag 
3 7 cctgaggctt tcgactcgaa tagcaaacag aagtctttta gagactcgtt agatgcgttt 

3 8 tacaggtttt ctaggcctca tacagttalt ggcacagtgc ttagcatttt atcLgtatct 
39 ttcttagcag tagagaaggt ttctgatata tctcctttac ttttcactgg catcttggag 

4 0 gctgttgttg cagctctcat gatgaacatt tacatagttg ggctaaatca gttgtctgat 

41 gttgaaatag ataaggttaa caagccctat cttccattgg catcaggaga atattctgtt 

42 aacaccggca ttgcaatagt agcttccttc tccatcatga gtttctggct tgggtggatt 
4 3 gttggttcat ggccattgtt ctgggctctt tttgtgagtt tcatgctcgg Lactgcatac 

44 tctatcaatt tgccactttt acggtggaaa agatttgcat tggttgcagc aatgtgtatc 

45 ctcgctgtcc gagctattat tgttcaaatc gccttttatc tacatattca gacacatgtg 

46 tttggaagac caatcttgtt cactaggcct cttattttcg ccactgcgtt tatgagcttt 
•17 ttctctgtcg ttattgcatt gtttaaggat atacctgata tcgaagggga taagatattc 

4 8 ggaatccgat cattctctgt aactctgggt cagaaacggg tgttttggac atgtgttaca 

49 ctacttcaaa tggcttaegc tgttgcaatt ctagttggag ccacatctcc attcatatgg 

50 agcaaagtca tctcggttgt gggtcatgtt atactcgcaa caactttgtg ggctcgagct 

51 aagtccgttg atctgagtag caaaaccgaa ataacttxat gttatatgtt catatggaag 

52 ctcttttatg cagagtactt gctgttacct tttttgaagt ga 
54 <210> SEQ ID NO : 2 

5 5 <211> LENGTH: 393 

56 <212> TlfPE: PRT 

57 <213> ORGANISM: Arabidopsis sp 
59 <400> SEQUENCE : 2 

6 0 Met Glu Ser Leu Leu Ser Ser Ser Ser Leu Val Ser Ala Ala Gly Gly 
61-1 5 10 15 
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24 0 
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420 
48 0 
54 0 
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780 
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10 0 Leu Leu Gin Met Ala Tyr Ala Val Ala lie Leu Val Gly Ala Thr Ser 

101 325 330 335 

102 Pro Phe He Trp Ser Lys Val He Ser Val Val. Gly His Val He Leu 

103 340 345 350 

104 Ala Thr Thr Leu Trp Ala Arg Ala Lys Ser Val Asp Leu Ser Ser Lys 

105 3 55 36 0 365 

106 Thr Glu lie Thr Ser Cys Tyr Met Phe He Trp Lys Leu Phe Tyr Ala 

107 370 375 380 
.108 Glu Tyr Leu Leu Leu Pro Phe Leu Lys 

109 385 390 
11.1 <210> SRQ ID NO: 3 
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112 <211> LENGTH: 1224 

113 <212> TYPE: DNA 

114 <213> ORGANISM : Arabldopsls sp 
1.16 <4 00> SEQUENCE: 3 

117 atygcytttt ttyyyctctc ccytgtttca agaegyttyt tgaaatcttc 

1.18 actccatctt cttcctctgc tcttttgcaa tcacaacata aatccttytc 

1.19 actacccatt acacaaatcc tttcactaay tyttatectt catygaatga 

120 gtatggagta aaggaagaga a ttgcatcay yagaagtttt ttgytyttgy 

121 agattaattt gtggaatgtc gtcgtcttct tcygttttyg agyyaaagcc 

122 gataaggaga agagtgatgg tgttyttgtl; aayaaagctt cttggataga 

123 ccagaagaag ttayaggtta tgctaayctt gctcgattgg ataaacccat 

124 ttycttycgL ggccttgtat gtggtcgatt ycgttggctg ctgatcctyg 

125 agttttaaat atatggcttt atttggttgc ggagcattac ttcttagagg 
12 6 actataaatg atetgcttga tcaggacata gatacaaagg ttgatcytac 

12 7 cctatcycca gtygtctttt yacaccattt caagggattg yattLctcyg 

128 cttttaggct tagggattct tctccaactt aacaattaca gccgtgtttt 

129 tctttgttac ttytcttttc ctacccactt atgaagagyt ttacattttg 

130 ttttt.aggtt tyaccataaa ctggygayca ttgttayyat ggaetgcagt 

131 atagcaccat ctattytact ccctctctat ctctccggag tctgctggac 

132 yataotattt atgcacatca ggacaaagaa qatgatgtaa aagttggLgt 

133 gcccttayat tcgytgataa tacaaayctt tgyttaactg yatttygcac 

134 ggttttcttg caetttctgg attcagtgca gatctcgggt ggcaatatta 

135 gccgctgcat caggacagtt aygatggcaa atagggacag ctgacttatc 

136 gactgcagta gaaaatttgt ytcgaacaag tggtttggtg ctattatatt 

137 gtacttggaa gaagttttca ataa 

13 9 <210> SEQ ID NO: 4 

14 0 <211> LENGTH: 4 07 
.141 <212> TYPE: P.RT 

142 <213> ORGANISM: ArabiclOpsis sp 

144 <4 00> SEQUENCE: 4 

145 Met Ala Phe Phe Gly Leu Ser Arg Val Ser Arg Arg Leu Leu 
14 G 1 5 10 

14 7 Ser Val Ser Val Tlir Pro Ser Ser Ser Ser Ala Leu Leu Gin 
14 8 20 25 30 

14 9 His Lys Ser Leu Ser Asn Pro Val Thr Thr His Tyr Thr Asn 

150 3 5 4 0 4 5 

151 Thr Lys Cys Tyr Pro Ser Trp Asn Asp Asn Tyr Gin Val Trp 

152 50 55 60 

153 Gly Arg Glu Leu His Gin Glu Lys Phe Phe Gly Val Gly Trp 

154 65 70 75 

155 Arg Leu lie Cys Gly Met Ser Ser Ser Ser Ser Val Leu Glu 

156 ' 05 90 

157 Pro Lys Lys Asp Asp Lys Glu Lys Ser Asp Gly Val Val Val 
.158 100 105 110 

159 Ala Ser Trp Tie Asp Leu Tyr Leu Pro Glu Glu Val Arg Gly 

160 115 120 125 

161 Lys Leu Ala Arg Leu Asp Lys Pro lie Gly Thr Trp Leu Leu 

162 130 135 140 

163 Pro Cys Met Trp Ser Tie Ala Leu Ala Ala Asp Pro Gly Ser: 
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60 
120 
180 
240 
300 
360 
4 20 
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540 
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660 
720 
780 
84 0 
9 00 
9 60 
1020 
1080 
114 0 
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1224 
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Thr 


Met 


Met 


He 


Ala 


Ala 




2 50 




130 










13 5 










1.4 0 












25 L 


Ser 


Ala 


Asa 


Ser 


Leu 


Asn 


Gin 


He 


Phe 


Glu 


He 


ser 


Asn 


Asp 


Ser 


Lys 




252 


14 5 










150 










155 










16 0 




253 


Met 


Lys 


Arg 


Thr 


Met 


Leu 


Arg 


Pro 


Leu 


Pro 


Ser 


Gly 


Arg 


He 


Ser 


Val 




2 54 










165 










170 










175 






255 


Pro 


His 


Ala 


Val 


Ala 


Trp 


Ala 


Thr 


Tie 


Ala 


Gly 


Ala 


Ser 


Gly 


Ala 


Cys 




256 








180 










.18 5 










19 0 








257 


l.eu 


Leu 


Al.a 


Ser 


Lys 


Thr 


Asn 


Met 


Leu 


Ala 


Ala 


Gly 


Leu 


Ala 


Ser 


Ala 




258 






19 5 










200 










205 










259 


Asn 


Leu 


Val 


Leu 


Tyr 


Ala 


Phe 


val 


Tyr 


Thr 


Pro 


Leu 


Lys 


Gin 


Leu 


His 




260 




210 










215 










220 












261 


Pro 


lie 


Asn 


Thr 


Trp 


val 


Gly 


Ala 


Val 


Val 


Gly 


Ala 


Tie 


Pro 


Pro 


Leu 




262 


225 










2 30 










235 










240 




26 3 


Leu 


Gly 


Trp 


Ala 


Ala 


Ala 


Ser 


Gly 


Gin 


He 


Ser 


Tyr 


Asn 


Ser 


Me t 


He 




264 










24 5 










2 50 










25 5 






265 


Leu 


Pro 


Ala 


Ala 


Leu 


Tyr 


Phe 


Trp 


Gin 


lie 


Pro 


His 


Phe 


Met 


Ala 


Leu 






Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 



file://C:\Crf3\Outhold\VsrI549848A.htm 



12/6/00 




I 



L:314 
L:3X5 



L:679 M 



341 W: 
341 -W: 
341 W : 



! ' JL- : 6 8 0 M: 34 1 W: 



h- 681 M: 341 W: 

L- : 7 6' 0 M: 34 1 W: 

b : 7 7 3 M: 341 W: 

U: 7 90 M : '3 4 1 W: 

L: 791 M : 3 4 1 W: 

L : 7 9 3 M: 341 W: 



VERIFICATION SUMMARY - 

PATFJMT APPLICATION : US/09/54? , 8 4 8A 



DAT HI : 12/06/2000 
-TIME: 19:23:17 



input; Set : 
Output Set: 



A:\Pt6.amc ^ _ : , 

N : \CRP3\1 2 06 2 0 0 0\I 54 9 8 4 8 A . raw 



(46) 

(4:6.) 

(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 
(46) 



or j 

or 

or 

or 

or 



or 



used, 
: ' used , 
used, 
used , 
used, 
used , 
"Xaa " used , 
"Xaa" used , 
used, 
used, 



"Xaa ' 

" Xaa 1 
"Xaa 
" Xaa 1 
or "Xa.a ! 
Or 
or 

or "Xaa" used, 



for SEQ IDs': 8 
for; SEQ IDS: 8 ~, 
for S'EQ IDS : 22 
for SEQ IU#:22 
for SEQ ID;; : 22 
.for SEQ IDif : 25 
for SEQ I D It : 26 \ 
for. SEQ to I : 2 7 • 
for .SEQ CDS :'2 7'* 
f or SEQ ID* : 27 
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